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Research Support:

Active

R18 Al44840 (Barnes — PI; assumed role from Togias 10/06) 9/01/04 — 2/28/09

NIH Airway Disease and Cockroach Exposure in Public Housing

The main purpose of this project is to provide additional evidence supporting the concept that cockroach
allergy has a causal relationship to asthma severity.

HHSN266200400029C (Barnes — PI; assumed role from Beck 8/1/06)  8/01/06 — 3/31/09

NIH Atopic Dermatitis and Vaccinia Network-Clinical Studies Consortium

The overall objective is to develop & implement a research plan to reduce the risk of eczema vaccinatum, a
potentially life-threatening complication of smallpox (vaccinia virus) vaccine immunization that occurs almost
exclusively in patients with atopic dermatitis (AD).

1 P30 AR053503-01 (Rosen — PI) 9/01/06 — 7/30/11

NIH/NIAMS: Rheumatic Disease Research Core Center (Core C — Genomics)

Provide high-throughput gene expression data, including validation of expression of select candidate genes, as
well as genotyping & sequencing services, to include DNA & RNA isolation, quantification, plating & tracking.

1 P50 HL084946-01 (Hassoun — PI) 12/1/06 — 11/30/11

NIH Molecular Determinants of Scleroderma-Associated Pulmonary Arterial Hypertension

Project 1: Scleroderma-Associated PAH

Core D: Genomics/Genotyping

Provide high-throughput gene expression data, including validation of expression of select candidate genes, as
well as genotyping & sequencing services, to include DNA & RNA isolation, quantification, plating & tracking.
R0O1 HL087699-01 (Barnes - PI) 09/25/06 — 07/31/09

NIH Genome-Wide Association Studies of Asthma in Populations of African Descent

The study aims to identify asthma susceptibility genes in non-white populations. The goals of this proposal are
to simultaneously perform a genome-wide association (GWA) study for asthma and associated quantitative
traits in a family-based, African Caribbean population and an independent population of African American
asthmatics and non-asthmatics, validate findings in large panels of English families selected for asthma, and
subsequently evaluate the generalizability of these findings in the larger U.S. white population. Gene-gene
and gene-environmental interactions will also be tested.

K32 HL076322 (Hansel — PI) 04/01/05 — 03/31/10

NIH Genetics of Asthma Severity and Lung Function Decline

This work will help to educate important pathways involved in cockroach sensitization and may help explain the
marked race disparity in asthma seen in the U.S.

Contract # 103019 (Halsey — PI) 11/1/407 — 11/13/09
GovWorks/NBC Genetic Polymorphisms and Hypersensitivity Reactions to Vaccines

This contract is to identify association between specific immune responses or other genetic polymorphisms.
R21 Al079984 (Barnes — PI) 09/18/08 — 08/31/10

NIH Genetic Determinants of Food Allergy Among Pediatric Populations

The study aims to develop the research infrastructure for a future case-control-based, genome-wide
association study on IgE-mediated food allergy in general & peanut allergy in particular, by establishing a DNA
repository of 2,000 samples from patients of European & African descent; and perform exploratory genetic
association studies between food allergy susceptibility & a limited set of candidate genes for food allergy.

U01 HG004738 (Barnes — PI) 09/20/08 — 06/30/10

NIH Genome-Wide Associations Environmental Interactions in the Lung Health Study

The goals of this study are to perform GWAS in EA LHS dataset with individual rate of decline of lung function
& COPD susceptibility as primary outcome phenotypes; cross-validate significant associations using existing
GWAS data in independent populations; test for gene-environment interactions by assessing outcomes
reflecting nicotine dependence & response to smoking intervention, & to validate significant associations in a
replicate population.

R03 HL095406 (Neptune — PlI) 09/19/08 — 07/31/10

NIH Tissue-based Validation of COPD Genetic Studies Using Lung Health Study Cohort

The goal of this project is to provide proof-of-principle support for the use of tissue-based validation strategies
for GWAS-defined candidate genes.




